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RAW SEQUENCE LISTING DATE: 
PATENT APPLICATION: US/10/050,200 TIME: 

Input Set : A:\ort-1417seqlst.txt 
Output Set: N:\CRF3\02062002\J050200.raw 



02/06/2002 
19:10:29 



<110> APPLICANT: Fourie, Anne 
Coles, Fawn 
Karlsson, Lars 

<120> title OF INVENTION: Aggrecanase- 1 and -2 Peptide Substrates and Methods 
<130> FILE REFERENCE: ORT-1417. 

<140> CURRENT APPLICATION NUMBER: US/10/050,200 
<141> CURRENT FILING DATE: 2002-01-16 

<160> NUMBER OF SEQ ID NOS : 60 
<170> SOFTWARE: Patentln version 3.1 
<210> SEQ ID NO: 1 
<211> LENGTH: 1359 
<212> TYPE: DNA 
<213> ORGANISM: Homo sapiens 
<220> FEATURE: 

<221> NAME/KEY: misc_f eature 
<222> LOCATION: (1)..(1359) 

<223> OTHER INFORMATION: truncated Aggrecanase 1 
<400> SEQUENCE: 1 



ENTERED 



tcggtggcat ctctgcactg ggatggggga 



ctaaagcgct acctgctaac 
atccgcaatc ctgtcagctt 
gggccccaag tggggcccag 
ggcctcaaca cccctgagga 
cgtcaggacc tgtgtggagt 



ggggactaca aggacgacga tgacaagggg taggtcgac 
<210> SEQ ID NO: 2 
<211> LENGTH: 1516 



gcgctggctg 


60 


ggtgtggctg 


120 


cctcccccgg 


180 


ctcgggcacc 


240 


agagctggag 


300 


ggcgcctgag 


360 


agatccggag 


420 


atatcggggg 


480 


gggacctggg 


540 


caacgtcaag 


600 


ttcactgagt 


660 


cggtgcgggg 


720 


gcacccaagc 


780 


aggcgaggag 


840 


ctggcagcgg 


900 


tctgtttacc 


960 


tgtgggcacc 


1020 


gtcagccttc 


1080 


caagccatgc 


1140 


gatggctcat 


1200 


cttcctggac 


1260 


gcctgtgact 


1320 




1359 
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76 <212> TYPE: DNA 

77 <213> ORGANISM: Homo sapiens 

79 <220> FEATURE: 

80 <221> NAME/KEY: misc_f eature 

81 <222> LOCATION: (1)..(1516) 

82 <223> OTHER INFORMATION: truncated Aggrecanse-2 

85 <400> SEQUENCE: 2 

86 gtcgacgcag cgcactatgc tgctcgggtg ggcgtccctg ctgctgtgcg cgttccgcct 60 
88 gcccctggcc gcggtcggcc ccgccgcgac acctgcccag gataaagccg ggcagcctcc 120 
90 gactgctgca gcagccgccc agccccgccg gcggcagggg gaggaggtgc aggagcgagc 180 
92 cgagcctccc ggccacccgc accccctggc gcagcggcgc aggagcaagg ggctggtgca 240 
94 gaacatcgac caactctact ccggcggcgg caaggtgggc tacctcgtct acgcgggcgg 300 
96 ccgcaggttc ctcttggacc tggagcgaga tggttcggtg ggcattgctg gcttcgtgcc 360 
98 cgcaggaggc gggacgagtg cgccctggcg ccaccggagc cactgcttct atcggggcac 420 
100 agtggacggt agtccccgct ctctggctgt ctttgacctc tgtgggggtc tcgacggctt 480 
102 cttcgcggtc aagcacgcgc gctacaccct aaagccactg ctgcgcggac cctgggcgga 540 
104 ggaagaaaag gggcgcgtgt acggggatgg gtccgcacgg atcctgcacg tctacacccg 600 
106 cgagggcttc agcttcgagg ccctgccgcc gcgcgccagc tgcgaaaccc ccgcgtccac 660 
108 accggaggcc cacgagcatg ctccggcgca cagcaacccg agcggacgcg cagcactggc 720 
110 ctcgcagctc ttggaccagt ccgctctctc gcccgctggg ggctcaggac cgcagacgtg 780 
112 gtggcggcgg cggcgccgct ccatctcccg ggcccgccag gtggagctgc ttctggtggc 840 
114 tgacgcgtcc atggcgcggt tgtatggccg gggcctgcag cattacctgc tgaccctggc 900 
116 ctccatcgcc aataggctgt acagccatgc tagcatcgag aaccacatcc gcctggccgt 960 
118 ggtgaaggtg gtggtgctag gcgacaagga caagagcctg gaagtgagca agaacgctgc 1020 
120 caccacactc aagaactttt gcaagtggca gcaccaacac aaccagctgg gagatgacca 1080 
122 tgaggagcac tacgatgcag ctatcctgtt tactcgggag gatttatgtg ggcatcattc 114 0 
124 atgtgacacc ctgggaatgg cagacgttgg gaccatatgt tctccagagc gcagctgtgc 1200 
126 tgtgattgaa gacgatggcc tccacgcagc cttcactgtg gctcacgaaa tcggacattt 1260 
128 acttggcctc tcccatgacg attccaaatt ctgtgaagag acctttggtt ccacagaaga 1320 
130 taagcgctta atgtcttcca tccttaccag cattgatgca tctaagccct ggtccaaatg 1380 
132 cacttcagcc accatcacag aattcctgga tgatggccat ggtaactgtt tgctggacct 1440 
134 accacgaaag cagatcctgg gcggggacta caaggacgac gatgacaagg ggtagaagct 1500 

13 6 tgtcgagaag tactag • 1516 

139 <210> SEQ ID NO: 3 

140 <211> LENGTH: 11 

141 <212> TYPE: PRT 

142 <213> ORGANISM: Artificial Sequence 

144 <220> FEATURE: 

145 <223> OTHER INFORMATION :. peptide substrate 
147 <400> SEQUENCE: 3 

14 9 Lys Glu Leu Ala Glu Leu Arg Glu Ser Thr Ser 
150 15 10 

153 <210> SEQ ID NO: 4 

154 <211> LENGTH: 11 

155 <212> TYPE: PRT 

156 <213> ORGANISM: Artificial Sequence 

158 <220> FEATURE: 

159 <223> OTHER information: Peptide substrate 
161 <400> SEQUENCE: 4 
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163 Ala Asp Leu Ser Ser Phe Lys Ser Gin Glu Leu 

164 15 10 

167 <210> SEQ ID NO: 5 

168 <211> LENGTH: 10 

169 <212> TYPE: PRT 

170 <213> ORGANISM: Artificial sequence 
172 <220> FEATURE: 

17 3 <223> OTHER INFORMATION: Peptide substrate 
17 5 <400> SEQUENCE: 5 

177 Glu Lys Ala Arg Val Leu Ala Glu Ala Ala 

178 15 10 

181 <210> SEQ ID NO: 6 

182 <211> LENGTH: 10 

183 <212> TYPE: PRT 

184 <213> ORGANISM: Artificial Sequence 

186 <220> FEATURE: 

187 <223> OTHER INFORMATION: Peptide Substrate 
189 <400> SEQUENCE: 6 

191 Glu Lys Ala Arg Val Leu Ala Glu Ala Met 

192 1 5 10 

195 <210> SEQ ID NO: 7 

196 <211> LENGTH: 13 

197 <212> TYPE: PRT 

198 <213> ORGANISM: Artificial Sequence 

200 <220> FEATURE: 

201 <223> OTHER INFORMATION: Peptide substrate 
203 <400> SEQUENCE: 7 

205 Glu Arg Ala Glu Gin Gin Arg Leu Lys Ser Gin Asp Leu 

206 1 5 10 . 

209 <210> SEQ ID NO: 8 

210 <211> LENGTH: 447 

211 <212> TYPE: PRT 

212 <213> ORGANISM: Homo sapiens 

214 <220> FEATURE: 

215 <221> NAME/KEY: MI SC_FEATURE 

216 <222> LOCATION: (1)..(447) 

217 <223> OTHER INFORMATION: truncated Aggrecanase 1 
220 <400> SEQUENCE: 8 



222 


Met 


Ser 


Gin 


Thr 


Gly 


Ser 


His 


Pro 


Gly 


Arg 


Gly 


Leu 


Ala 


Gly Arg 


Trp 


223 


1 








5 










10 










15 




226 


Leu 


Trp 


Gly 


Ala 


Gin 


Pro 


Cys 


Leu 


Leu 


Leu 


Pro 


He 


Val 


Pro 


Leu 


Ser 


227 








20 










25 










30 






230 


Trp 


Leu 


Val 


Trp 


Leu 


Leu 


Leu 


Leu 


Leu 


Leu 


Ala 


Ser 


Leu 


Leu 


Pro 


Ser 


231 






35 










40 










45 








234 


Ala 


Arg 


Leu 


Ala 


Ser 


Pro 


Leu 


Pro 


Arg 


Glu 


Glu 


Glu 


He 


Val 


Phe 


Pro 


235 




50 










55 










60 










238 


Glu 


Lys 


Leu 


Asn 


Gly 


Ser 


Val 


Leu 


Pro 


Gly 


Ser 


Gly 


Thr 


Pro 


Ala 


Arg 


239 


65 










70 










75 








80 


242 


Leu 


Leu 


Cys 


Arg 


Leu 


Gin 


Ala 


Phe 


Gly 


Glu 


Thr 


Leu 


Leu 


Leu 


Glu 


Leu 
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24 3 

Zi *-k -J 








85 








246 


Glu 


Gin 


Asp Ser 


Gly Val 


Gin 


Val 


94 7 






100 










250 


Glv 


Gin 


Ala Pro 


Glu 


Leu 


Leu 


Gly 


£k X 






115 








120 


254 


Thr 


Gly Thr He 


Asn Gly 


Asp 


Pro 


Z *J ~J 




130 








135 




9 S R 

Z J o 




Gly Gly Ala 


Leu 


Leu 


Gly Val 


z j j 


14^ 
J. t -» 








150 






z u z 


mo 


Leu 


Gin Pro 


Leu 


Glu 


Gly Gly 


9fi3 








165 








Z U V 


VJ -L jr 


Ala 


His He 


Leu 


Arg 


Arcr 


Lys 


9fi7 

ZD/ 






180 










970 

Z f w 


Mat 


Cys 


Asn Val 


Lys 


Ala 


Pro 


Leu 


971 






195 








200 


974 
z / ** 


A TCI 
n _1_ y 


Ala 


Lys Arg 


Phe 


Ala 


Ser 


Leu 


97 5 

Z / J 




210 








215 




978 

Z / O 


Val 

V u X 


Ala 


Asp Asp 


Lys 


Met 


Ala 


Ala 


97 Q 

Z / i> 


99S 

Z Z J 








230 






9R9 

Z O Z( 


±yx 


Leu 


Leu Thr 


Val 


Met 


Ala 


Ala 


9R "1 

z O J 








245 








Z O D 


cpr 


He Arg Asn 


Pro 


Val 


Ser 


Leu 


9R7 






260 










9Q0 

Z J u 




Ser 


Gly Glu 


Glu Gly 


Pro 


Gin 


9Q1 

Z X 






275 








280 


9Q4 

Z *i 


Ju t: U 


Arg 


Ser Phe 


Cys Ala 




Gin 


i ./ J 




290 








295 




9QR 

Z 7 O 


Cpr 


Asp 


Pro Asp 


His 


Phe 


Asp 


Thr 


9QQ 

Z 3 -7 


j \j j 








310 






302 

JUL 


T.pi] 


Cys 


Gly Val 


Ser Thr 


Cys 


Asp 


3 

J VJ J 








325 








306 

J v U 


Thr 


Val 


Cys Asp 


Pro 


Ala 


Arg 


Ser 








340 










310 


Leu 


Gin 


Ser Ala 


Phe 


Thr 


Ala 


Ala 


311 






355 








360 


314. 
jit 


Met 


Leu 


His Asp 


Asn 


Ser 


Lys 


Pro 


315 




370 








375 




318 


Ser 


Thr 


Ser Arg 


His 


Val 


Met 


Ala 


319 


385 








390 






322 


Glu 


Glu 


Pro Trp 


Ser 


Pro 


Cys 


Ser 


323 








405 








326 


Asp 


Asn Gly Tyr 


Gly His 


Cys 


Leu 


327 






420 










330 


His 


Leu 


Pro Val 


Thr Gly 


Asp 


Tyr 


331 






435 








440 


334 


<210> SEQ ID NO: 


9 








335 


<211> LENGTH: 492 








336 


<212> TYPE.: PRT 










337 


<213> ORGANISM: 


Homo sapiens 





90 










95 




Glu 


Glv 

J: 


Leu 


Thr 


Val 


Gin 


Tvr 


Leu 


105 










110 






Glv 


Ala 


Glu 


Pro 


Glv 


Thr 


Tvr 


Leu 










125 








Glu 


Ser 


Val 


Ala 


Ser 


Leu 


His 


Trp 








140 










Leu 


Gin 


Tvr 


Arg 


Glv 


Ala 


Glu 


Leu 






155 










160 


Thr 


Pro 


Asn 


Ser 


Ala 


Glv 

JL 


Glv 


Pro 




170 










175 




wJCl 


Pro 


Ala 


Ser 


Glv 


Gin 


Glv 


Pro 


185 










190 






Glv 


Ser 


Pro 


Ser 


Pro 


Arcr 


Pro 


Arcj 










205 








Ser 


A tot 


Phe 


Val 


Glu 


Thr 


Leu 


Val 








220 










Phe 


His 


Glv 


Ala 


Glv 


Leu 


Lvs 


Arcr 

y 






235 










240 


Ala 


Ala 


Lys 


Ala 


Phe 


Lys 


His 


Pro 




250 










255 




v a _l 


Val 


Thr 

_L 111. 


A ro 




Val 


lie 


Leu 


265 










270 






Val 


Glv 


Pro 


Ser 


Ala 


Ala 


Gin 


Thr 










285 








A tct 


Glv 
u j -j 


Leu 


Asn 


Thr 


Pro 


Glu 


Asp 








300 










Ala 


He 


Leu 


Phe 


Thr 


Arg 


Gin 


Asp 






315 










320 


Thr 


Leu 


Glv 


Met 


Ala 


Asp 


Val 


Gly 




330 










335 




Cys 


Ala 


He 


Val 


Glu 


Asp 

XT 


Asp 


Gly 


345 










350 






His 


Glu 


Leu 


Gly 


His 


Val 


Phe 


Asn 










365 








Cys 


He 


Ser 


Leu 


Asn 


Gly 


Pro 


Leu 








380 










Pro 


Val 


Met 


Ala 


His 


Val 


Asp 


Pro 






395 










400 


Ala 


Arg 


Phe 


He 


Thr 


Asp 


Phe 


Leu 




410 










415 




Leu 


Asp 


Lys 


Pro 


Glu 


Ala 


Pro 


Leu 


425 










430 






Lys 


Asp 


Asp 


Asp 


Asp 


Lys 


Gly 





445 
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339 
j j j 


<220> FEATURE: 


























340 

J *i \J 


<221> NAME/KEY: 


MI SC_FEATURE 


















341 


<222> LOCATION: 


(1) 


..(492) 




















342 


<223> OTHER 


INFORMATION 


: truncated Aggrecanse-2 










34 5 

O 1 J 


<400> SEQUENCE: 


9 
























34 7 


Met Leu Leu 


Glv 


Trp 


Ala 


Ser 


Leu 


Leu 


Leu 


Cys 


Ala 


Phe 


Ara 


Leu 


Pro 


34 ft 

J 1 o 


1 




5 










10 










15 




3 5 1 


Leu Ala Ala 


Val 


Gly 


Pro 


Ala 


Ala 


Thr 


Pro 


Ala 


Gin 


Asp 


Lvs 


Ala 


Gly 


3 5? 




20 










25 










30 






355 


Gin Pro Pro 


Thr 


Ala 


Ala 


Ala 


Ala 


Ala 


Gin 


Pro 


Arg 


Ara 


Ara 


Gin 


Gly 


3 Sfi 

J JO 


35 










40 










45 








3 59 

j -j j 


Glu Glu Val 


Gin 


Glu 


Ara 


Ala 


Glu 


Pro 


Pro 


Gly 


His 


Pro 


His 


Pro 


Leu 


360 


50 








55 










60 










361 

J U -J 


Ala Gin Ara 


Ara 


Ara 


Ser 


Lys 
i 


Gly 


Leu 


Val 


Gin 


Asn 


He 


Asp 

IT 


Gin 


Leu 


3 fi4 

J O *i 


65 






70 










75 










80 


367 


Tvr Ser Glv 


Glv 


Gly 


Lvs 


Val 


Gly 


Tyr 


Leu 


Val 


Tyr 


Ala 


Glv 


Gly 


Ara 


36R 
J o o 






85 










90 










95 




371 

■J 1 -L 


Ai^cr Php Lpu 


Leu 


Asp 


Leu 


Glu 


Arg 


Asp 


Gly 


Ser 


Val 


Glv 


He 


Ala 


Glv 


3 7 9 




100 










105 










110 






37 5 


Phe Val Pro 


Ala 


Gly 


Gly 


Gly 


Thr 


Ser 


Ala 


Pro 


Trp 


Arg 


His 


Ara 


Ser 


376 


115 










120 










125 








379 


His Cvs Phe 


Tvr 


Ara 


Gly 


Thr 


Val 


Asp 


Gly 


Ser 


Pro 


Ara 


Ser 


Leu 


Ala 


3ftn 


130 








135 










140 










3ft3 

J O J 


Val Phe Asd 


Leu 


Cvs 


Gly 


Gly 


Leu 


Asp 


Gly 


Phe 


Phe 


Ala 


Val 


Lys 


His 


3 ft4 
Jot 


145 






150 










155 










160 


387 


Al a Ara Tvr 


Thr 


Leu 


Lys 


Pro 


Leu 


Leu 


Ara 


Gly 


Pro 


Trp 


Ala 


Glu 


Glu 


3 ftR 






165 










170 










175 




3 91 

J J X. 


Glu Lvs Glv 


Ara 


Val 


Tvr 


Gly 


Asp 

IT 


Gly 


Ser 


Ala 


Arg 


He 


Leu 


His 


Val 


3 Q9 

J J z. 




180 










185 










190 






3Q5 

J J D 


Tvr Thr Ara 


Glu 


Gly 


Phe 


Ser 


Phe 


Glu 


Ala 


Leu 


Pro 


Pro 


Ara 


Ala 


Ser 


3 Qfi 


195 










200 










205 








3Q9 

O -7 -7 


Pvs fil ii Thr 


Pro 


Ala 


Ser 


Thr 


Pro 


Glu 


Ala 


His 


Glu 


His 


Ala 


Pro 


Ala 


4nn 

*» w u 


210 








215 










220 










40 3 

4 U J 


His Ser Asn 


Pro 


Ser 


Gly 


Arg 


Ala 


Ala 


Leu 


Ala 


Ser 


Gin 


Leu 


Leu 


Asp 


4fl4 

*i U *i 


225 






230 










235 










240 


407 


Gin Ser Ala 


Leu 


Ser 


Pro 


Ala 


Gly 


Gly 


Ser 


Gly 


Pro 


Gin 


Thr 


Trp 


Trp 


4 n a 






245 










250 










255 




411 


Arg Arg Arg 


Arg 


Arg 


Ser 


He 


Ser 


Arg 


Ala 


Arg 


Gin 


Val 


Glu 


Leu 


Leu 


412 




260 










265 










270 






415 


Leu Val Ala 


Asp 


Ala 


Ser 


Met 


Ala 


Arg 


Leu 


Tyr 


Gly 


Arg 


Gly 


Leu 


Gin 


416 


275 










280 










285 








419 


His Tyr Leu 


Leu 


Thr 


Leu 


Ala 


Ser 


He 


Ala 


Asn 


Arg 


Leu 


Tyr 


Ser 


His 


420 


290 








295 










300 










423 


Ala Ser lie 


Glu 


Asn 


His 


He 


Arg 


Leu 


Ala 


Val 


Val 


Lys 


Val 


val 


Val 


424 


305 






310 










315 










320 


427 


Leu Gly Asp 


Lys 


Asp 


Lys 


Ser 


Leu 


Glu 


Val 


Ser 


Lys 


Asn 


Ala 


Ala 


Thr 


428 






325 










330 










335 




431 


Thr Leu Lys 


Asn 


Phe 


Cys 


Lys 


Trp 


Gin 


His 


Gin 


His 


Asn 


Gin 


Leu 


Gly 


432 




340 










345 










350 








cA^nn«^"^"* •«* r 

each sequence using n or Xaa. 
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